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CONSENS1
CONSENSO
Hs#5663801
Hs#S337687
Hs#5629177
Hs#5672957
Hs#5672182
Hs#S674099
Hs#5196113
Hs#5994400
Hs#S550772
Hs#580460
Hs#539701
Hs#51988018
Hs#5341915
Hs#S51794113
Hs#54698
Hs#5813765
Hs#51184845
Hs#S1577463
Hs#5914987
Hs#51985364
Hs#51465644
Hs#51850471

...................................... TGTAGYT. GITTGTGAGG (JJA

A GITCCTGCTCC. . . ... ... ... GTTTGCTGGACTGATGTACTT. GTTTGTGAGG: CAA
A GTITCCTGCTCC. . . ... ... ... GTTTGCTGGACTTATGTACTT. GTTTGTGAGG CAA
AflerTecTectac. L GITTGCTGRACTGATGTACTTRRGTTTGTANAdECAA
A GTTCCTGCTCC. . . . .. .. . .. GTTTGCTGGACTGATGTACTT. GTTTGTYAGG CAA
A GITCCTGCTCC. . . . . ... . .. GITTGCT. .\

A GTITCCTGCTCC. . . . . ... . ... GTTTGCTGGACTGATGTACTT. GTTT. .. . ... ...

A GITCCTGCTCC. . . . .. .. . ... GTTTGCTGGACTGATGTACTT. GTTTGTGAGG CAA
Acrcrdirdy ... GITTGCTGGACTGATGTACTT. GTTTGTGAGG. CAA
....................................... cradlr. erTTGTCAGE A
A GITCCTGCTCC. . . . . ... . ... GTTTGCTGGACTGATGTACTT. GTTTGTGAGG CAA
A GITCCTGCTCC. . . . . ... . ... GTTTGCTGGACTGATGTACTT. GTTTGTGAGG: CAA
A GITCCTGCTCC. . . . .. .. . ... GTTTGCTGGACTGATGTACTT. GTTTGTGAGG CAA
A GTTCCTGCTGC. . . ... ... .. T TTGCTGGACTGATGTACTT. ARTTGTGAGE CAA

A GITCCTGCTGC. . ......... GITTGCTGGACTGATGTACTT.
A GITCCTGCTGC. .. ........ GCTTGCTGGACTGATGTACTT.
A GITCCTGCTGC. . ......... GITTGCTGGACTGATGTACTT.

AGlccteddc ... ... .. GrTTa)GAdRGATGTACTT.

.................................. CTGATGTACTT.
A GITCCTGCTGC. .. ........ GITTGCTGGACTGATGTACTT.

GTTTGTGAGG CAA
GTTTGTGAGG CAA
GITTGTCRGG CAA
criffercaca caa
......... G CAA

GITTGIGAGG. CAA

............. GITCTGCCTGOGTTTGCTAIACTGATGTACTT. GITAGT. AllG CAA

B crificrceE. ... ... arrrectaAcTRATdACTTlIGTTRGT. AGG cAA



High-dimensional MSA
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Partial-Order Alignment










KINASE




abl

I ei cl kl vgckskkgl ssssscyl eeal gqr pvasdf epqgl seaar wnskenl | agpse

matk ... agr gsl vsw af hgcdsaeel prvsprfl rawhpppvs
abl ndpnl f. .. VA YDFVASGDN. . . . . ..o
grb2 ...... eal AKYDFKATADD. . . . . .o e e
mat k arnptrrwapgt qci t kceht r pkpgELAFRKGDWWI | L. EaCENKSWYRvKhht SGQEG
abl . tLSi t KGEKLRVLgynhn. geWEAQt k. NGQ. G
grb2 .. ELSFKRGDI LKVLNEeCD. QNWYKAEI . . NCKDG
mat k EALsadPkl sl nmp

abl NSL EKHS

grb2

crkl

mat k

abl

grhb2

crkl

mat k .. KRKHgTksaeeel aragW | nl gh|RIEELIREIE S SE-1V/ N0 €2 Welo| QV/A\Y/ N (@
abl

grb2

crkl

11DVt . aQaFLdEt AVM KMQHeNLVRLLGVI | HQg. LYI VmEhVSKkGNLVNFLRt r gRa
abl DTrmevEeFLKEaAVMKEI KHpNLVQLLGVct REppFYI | t Ef MTyGNLLDYLRecnhRge
11NNt agLLgFS| HYAegMVEYLES KKLVHRDLAARNI LVSEDI VaKVSDFGLAK. . . aEr kg
abl NavvLLyMAt Q SsaMEYLEKKNFI HRDLAARNc LVgENhLVKVADFGLSRI nt gDt yt a
110 G0 S. SRLPVKWIAPEAL k HgKFTs KSDVWWSFGVLLVEVF SYGr APYPk Ms Lk EVs EaVEKg
abl hAgAKFPI KWTAPESLaYnKFSi KSDVWAFGVLLVEI aTYGTSPYPgl dLs Qvy El LEKd
1018 QY RVE P PEGCPg pVHY LIV SCVEa e PAr RP | -/
abl 'YRVEr PEGCPek VYeLM ACWQMPSdRPs Faei hqaf Sl EREIET EYLCIN 0
abl rgavst!l | gapel ptktrtsrraaehrdttdvpenphskgqgesdpl dhepavspl | prk
abl er gppeggl neder | | pkdkkt nl f sal i kkkkkt apt ppkr sssfrendgqgperrgage
abl eegrdi sngal af t pl dt adpakspkpsngagvpngal r esggsgf r sphl wkksstlts
abl srl at geeegggssskrflrscsascvphgakdt ew svt | prdl gst grgf dsstfggh
abl ksekpal prkragenrsdqvtrgt vt ppprl vkkneeaadevf kdi nesspgssppnl tp
abl kpl rrqvt vapasgl phkeeaekgsal gt paaaepvt pt skagsgapggt skgpaeesrv
abl rrhkhssespgr dkgkl srl kpapppppaasagkaggkpsqspsqeaageav!l gakt kat
abl sl vdavnsdaakpsqpgegl kkpvl pat pkpgsakpsgt pi spapvpst| psassal agd
abl gpsst afi plistrvslrktrgpperi asgaitkgvvl dsteal cl ai srnseqmashsa
abl vl eagknl yt f cvsyvdsi qgnr nkf af r eai nkl ennl r el gqi cpat agsgpaat qdf s
abl KITSsvKel sdi var. . ..o
grb2 ... | eqvpqQpt YVQALFDFdPgeDgE. LgFRRGDFI hVIVDNs Dp NVWV
crkl ... ... Lpt aedNl eYVRTLYDF. PgnDaEdLpFKKGEI LvI | EKpEe QAW
grb2 kgach. GQTGVFPr nYVE pVNRNv. . .. ..
crkl sar nkdGRVGM PvpYVekLVvRS. sphgkhgnr nsnsygi pepahayaqpqttt pl pavs
crkl gspgaaitpl pst qngpvf akai gkr vpcaydkt al al evgdi vkvt r i ngqwegevn
matk ... IR sagapasvsggdadgst sprsqge
crkl grkgl fpfthvkifdpgnpdene. . ... .. ... .. .. .. . .. ..



mRNA form 1
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mRNA form 2

Genomic

mRNA form 3
mRNA form 4



